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Does Not Comply 

4 <110> APPLICANT: Reinherz, Ellis L. . rw^Vctta We30@O 

5 Freund, christian Corrected Diskettes 

6 Li, Jing r 3 

7 Nishizawa, Kazuhisa S^ 0 ' f'^ / / 

■ / / £L 



8 Wagner, Gerhard 

10 <120> TITLE OF INVENTION: Cloning and Characterization of a CD2 nt ^ ^ 

11 Binding Protein (CD2BP2) yy// dr #i 
14 <130> FILE REFERENCE: 1062.1021-004 ^ {0 n 

C--> 16 <140> CURRENT APPLICATION NUMBER: US/09/873 , 106 CO^ C ^ pS"> 

C--> 16 <141> CURRENT FILING DATE: 2001-06-01 ' 



1 ef 

16 <150> PRIOR APPLICATION NUMBER: US 60/111,007 J rt^^ 1 



PCT/US99/26993 a JI&° f l pCf { i\ 

-15 „ / /s J <1' ! 



17 <151> PRIOR FILING DATE: 1998-12-04 

19 <150> PRIOR APPLICATION NUMBER: US 60/115,647 

20 <151> PRIOR FILING DATE: 1999-01*13 

22 <150> PRIOR APPLICATION NUMBER: 

23 <151> PRIOR FILING DATE: 1999-11-15 

25 <160> NUMBER OF SEQ ID NOS : 25 rol'd^ 



27 <170> SOFTWARE: FastSEQ for Windows Version 4.0 
29 <210> SEQ ID NO: 1 



30 <211> LENGTH: 1299 ^ ^rftC 



/ 6 ' / 5 



31 <212> TYPE: DNA 

32 <213> ORGANISM: Homo sapiens 

34 <220> FEATURE: 

35 <221> NAME/KEY 

36 <222> LOCATION 
38 <400> SEQUENCE 



CDS 

(121) ... (1143) 
1 

39 agtcctcttc cgggtgatgg cggcgggtgc cccggatgta gccctggcgc aagcatctct 60 

40 tcttttttcc acctcgcctt ccgcggattc ccagcttgag aaacacctct ttgccccgtc 120 
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42 
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Asp 
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He 
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cct 
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cgc 
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cac 


tct 


ttg 
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264 


50 


Gly 


Ser 


Gly 


Gly 


Pro 


Gly 


Ser 


Arg 


Phe 


Lys 


Gly 


Lys 


His 


Ser 


Leu 


Asp 




51 






35 










40 










45 










53 
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gag 


gag 
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ggg 
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tec 


age 
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gac 


312 


54 


Ser 


Asp 


Glu 


Glu 
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Asp 


Asp 


Asp 


Asp 


Gly 
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Ser 
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Lys 


Tyr 


Asp 
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360 
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408 
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egg 
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456 
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132 <210> SEQ ID NO: 2 

133 <211> LENGTH : 341 

134 <212> TYPE: PRT 

135 <213> ORGANISM: Homo sapiens 



137 <400> SEQUENCE: 2 
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184 <210> SEQ ID NO; 3 

185 <211> LENGTH: 26 

186 <212> TYPE: PRT 

187 <213> ORGANISM: Homo sapiens 

189 <400> SEQUENCE: 3 

190 Gly Asp Ala Glu Leu Tyr Gly Pro Phe Thr Ser Ala Gin Met Gin Thr 

191 1 5 ,10 15 

192 Trp Val Ser Glu Gly Tyr Phe Pro Asp Gly 

193 20 25 

196 <210> SEQ ID NO: 4 

197 <211> LENGTH: ,27 

198 <212> TYPE: PRT 

199 <213> ORGANISMS Caenorhabditis elegans 

201 <400> SEQUENCE: 4 

202 Gly Pro Asp Ser Glu Lys Tyr Gly Pro Tyr Met Ser Lys Asp Met Leu 

203 1 5 10 15 

204 Phe Trp Leu Gin Ala Gly Tyr Phe Asn Asp Gly 

205 20 25 

208 <210> SEQ ID NO: 5 

209 <211> LENGTH: 27 

210 <212> TYPE: PRT 

211 <213> ORGANISM: Caenorhabditis elegans 

213 <400> SEQUENCE: 5 

214 Asp Pro Thr Glu Thr Arg Arg Gly Pro Phe Pro Lys Asp Gin Met Asn 

215 15 10 15 

216 Val Trp Phe Lys Ala Gly Tyr Phe Thr Asp Glu 

217 20 25 

220 <210> SEQ ID NO: 6 

221 <211> LENGTH: 27 

222 <212> TYPE: PRT 

223 <213> ORGANISM: Caenorhabditis elegans 

225 <400> SEQUENCE: 6 

226 Asp Asp Arg Gly Thr Val Gin Gly Pro Tyr Gly Ala Ser Thr Val Leu 

227 1 5 10 15 

228 Asp Trp Tyr Gin Lys Gly Tyr Phe Ser Asp Asn 

229 20 25 

232 <210> SEQ ID NO: 7 

233 <211> LENGTH: 29 

234 <212> TYPE: PRT 

235 <213> ORGANISM: Saccharomyces cerevisiae 

237 <400> SEQUENCE: 7 

238 Asp Thr Gin Gly Gin lie His Gly Pro Phe Thr Thr Gin Met Met Ser 

239 1 5 10 15 
24 0 Gin Trp Tyr lie Gly Gly Leu Glu Tyr Phe Ala Ser Thr 

241 20 25 

244 <210> SEQ ID NO: 8 

245 <211> LENGTH: 27 

246 <212> TYPE: PRT 

247 <213> ORGANISM: Saccharomyces cerevisiae 
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249 <400> SEQUENCE: 8 

250 Asp Ser Asn Gly Asn He Gin Gly Pro Phe Gly Thr Asn Asn Met Ser 

251 1 5 10 15 

252 Gin Trp Tyr Gin Gly Gly Tyr Phe Thr Pro Thr 

253 20 25 

256 <210> SEQ ID NO: 9 

257 <211> LENGTH: 17 

258 <212> TYPE: PRT 

259 <213> ORGANISM: Artificial Sequence 

261 <220> FEATURE: 

262 <223> OTHER INFORMATION: Motif in CD2 binding region of CD2BP2 
265 <221> NAME/KEY: VARIANT 

266^<222> LOCATION!" (1) . . . (2) ' ~ ■ ^ PoS/^° n /•'• ' 

267( <223> OT HER INFORMATION : Xaa = Any Amino AC] " 

269^2"21> NAME/KEY: VARIANT ™* /N _ 

270 <222> LOCATION: (3)... (3) , /7 ° 

271 <223> OTHER INFORMATION: Xaa can be Tyr or Phe 

273 <221> NAME/KEY: VARIANT 

274 <222> LOCATION: (4)... (7) / 

275 <223> OTHER INFORMATION: Xaa = Any Amino Acid 

277 <221> NAME/KEY: VARIANT 

278 <222> LOCATION: (8)... (8) s 

279 <223> OTHER INFORMATION: Xaa can be Met or Val 

281 <221> NAME/KEY: VARIANT 

282 <222> LOCATION: (9)... (15) / 

283 <223> OTHER INFORMATION: Xaa * Any Amino Acid 
285 <400>SEQUENCE^ 9 , , / / , , 

w __> 286(jSly Pro) Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Trp Xaa Xaa Xaa Gly Thr 

287 "~T 5 10 15 

288 Phe 

292 <210> SEQ ID NO: 10 

293 <211> LENGTH: 6 

294 <212> TYPE: PRT 

295 <213> ORGANISM: Artificial Sequence 

297 <220> FEATURE: 

298 <223> OTHER INFORMATION: CD2BP2 binding region 

301 <400> SEQUENCE: 10 

302 Pro Pro Pro Gly His Arg 

303 1 5 

306 <210> SEQ ID NO: 11 

307 <211> LENGTH: 70 

308 <212> TYPE: PRT 

309 <213> ORGANISM: Homo sapiens 

311 <400> SEQUENCE: 11 

312 Pro Pro Pro Pro Pro Gly His Arg Ser Gin Ala Pro Ser His Arg Pro 

313 15 10 15 

314 Pro Pro Pro Gly His Arg Val Gin His Gin Pro Gin Lys Arg Pro Pro 

315 20 25 30 

316 Ala Pro Ser Gly Thr Gin Val His Gin Gin Lys Gly Pro Pro Leu Pro 
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VERIFICATION SUMMARY DATE: 07/06/2001 

PATENT APPLICATION: US/09/873 , 106 TIME: 12:20:50 

Input Set : A:\cpg.txt 

Output Set: N:\CRF3\07062001\I873106, raw 

L:16 M:270 C: Current Application Number differs, Replaced Current Application No 
L:16 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:286 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 9 
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